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< 1 5 0 > US 60/075,925 \ . / ' f 
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SFP ^ S 19°^ 

<160> 14 

<170> FcitsLSEQ fui Winuuwb VeiSiun 3.0 ■ - ■ 



<210> 1 

<211> 1047 

<2 12> DNA 

<213> Magnaporthe grisea 



<400 
gatctgtaaa 
at t ttaacga 
aaagaggtat 
get ttaaccc 
taaagctgtc 
cacaccctaa 
actaataagt 
tactgecagg 
ct ttgeaaac 
ccttgccgct 
tcgccaccct 
tcatccaacg 
agat aactat 
tacttcccga 
agtcttgttg 
att tat ct eg 
tattagaagc 
ccgt cgaa tg 



> 1 
t tacatatat 
t taagaaege 
t taagcgaag 
acctt tgeca 
gat ctatac t 
ateatgetge 
acccagtcaa 
gcaagtt tat 
gctagacagt 
actgaaact t 
tatcgccct t 
t tataaagac 
tgaggaatat 
cagateggtc 
a t caa t aaga 
gaatagcagc 
aggacaaat t 
gaggegaegg 



ttattttgee 
aattcaat tt 
at ttggcatt 
agggtacccg 
acatteggeg 
tagtaatgeg 
gtcaacttgc 
caatgggacc 
c tacc tct ct 
c tacaat tga 
geggcttact 
ggcgatgt ca 
aaagtct teg 
ct ttctggcg 
gt ccaggt tg 
cgtgtgtgca 
t aeggcaa t a 
eggat cc 



gcat t ttget 
tgcgt tctac 
tttttaatcc 
gctagcatag 
ctctgaacaa 
atataatggc 
tgtagtatta 
agtgttctcc 
gccaccattt 
aagagcccac 
ttccagcagc 
acaacatata 
t taatgaggc 
att t tacatc 
aaaaa 1 1 cgc 
at tat caegg 
gcaaccaat t 



aaccgcctat 
acaaattaac 
att tttaaaa 
cct tggttac 
c taagcaaca 
caaacaacgt 
tat ttaacga 
ctcctctgga 
t tacttttca 
aatgaaagtc 
caatgettgg 
tactgecaat 
c tgccatccc 
agettacget 
caccatggt a 



gt cct tgt ct 



tctttttaaa 
aat t cgt cca 
aaatacatct 
caaaaaegge 
gcgaggagat 
actagaaatg 
agegtccat t 
caactcagt t 
aaaatttact 
caagctacat 
aaagat tgea 
aggaacgaag 
tacccagt ta 
gacgacgatg 
a tagagggt t 
gcgataggga 
atggat t cgc 



60 
12 0 
180 
240 
3 00 
3 60 
420 
480 
540 
6 0 0 
660 
72 0 
780 

8 4 0 

9 0 0 
96 0 

102 0 
104 7 



< 2 1 0 > 2 
<211> 45 
<212> PRT 

<213> Magnaporthe grisea 



<4 00> 2 



< 2 1 0 > 3 

<211> 77 

<2 12 > PRT 

<213> Magnaporthe grisea 

<400> 3 

Met Gly Pro Val Phe Ser Leu Leu Trp Thr Thr Gin Phe Phe Ala Asn 

15 10 15 

Ala Arg Gin Ser Thr Ser Leu Pro Pro Phe Leu Leu Phe Lys Asn Leu 

20 25 30 

Leu Leu Ala Ala Thr Glu Thr Ser Thr lie Glu Arg Ala His Asn Glu 

35 40 45 

Ser Pro Ser Tyr lie Arg His Pro Tyr Arg Pro Cys Gly Leu Leu Ser 

50 55 60 

Ser Ser Gin Cys Leu Glu Arg Leu His His Pro Thr Leu 
65 70 75 

<210> 4 

<211> 89 

<212> PRT 

< 2 1 3 > Mdyndpui'Lht: grisea 

<400> 4 

Met Lys Val Gin Ala Thr Phe Ala Thr Leu lie Ala Leu Ala Ala Tyr 

15 10 15 

Phe Pro Ala Ala Asn Ala Trp Lys Asp Cys lie lie Gin Arg Tyr Lys 

2 0 25 3 0 

Asp Gly Asp Val Asn Asn lie Tyr Thr Ala Asn Arg Asn Glu Glu lie 

35 40 45 

Thr lie Glu Glu Tyr Lys Val Phe Val Asn Glu Ala Cys His Pro Tyr 

50 55 60 

Pro Val lie Leu Pro Asp Arg Ser Val Leu Ser Gly Asp Phe Thr Ser 
65 70 75 80 

Ala Tyr Ala Asp Asp Asp Glu Ser Cys 
85 

<210> 5 

<211> 68 

<2 12 > PRT 

<2 13> Magnaporthe grisea 

<400> 5 

Met Ala Gly Leu lie Asn Glu Asp Phe lie Phe Leu Asn Ser Tyr Leu 

15 10 15 

Phe Val Pro lie Gly Ser lie Tyr Val Val Asp Tie Ala Val Phe lie 

20 25 30 

Thr Leu Asp Asp Ala lie Phe Pro Ser lie Gly Cys Trp Lys Val Ser 

35 40 45 

Arg Lys Gly Asp Lys Gly Gly Glu Cys Ser Leu Asp Phe His Cys Gly 

50 55 60 

Leu Phe Gin Leu 
65 



<400> 6 

Met Asp Ala Ser Leu Asn lie lie 

1 5 
Tyr Leu Leu Val lie Ser Ser Thr 
20 

Leu Ala Ala 
35 



Leu Gin Gin Val Asp Leu Thr Gly 

10 15 

Leu Phe Gly His Tyr lie Ala Leu 

25 30 



<210> 7 
<211> 34 
<212> PRT 

<213> Magnaporthe grisea 



<400> 7 

Met Arg Pro Ala lie Pro Thr Gin 

1 5 
Phe Leu Ala lie Leu His Gin Leu 
20 

Asp Gin 



Leu Tyr Phe Pro Thr Asp Arg Ser 

10 15 

Thr Leu Thr Thr Met Ser Leu Val 
25 30 



<210> 8 
<211> 54 
<2 12 > PRT 

<213> Magnaporthe grisea 
<400> 8 

Met Val lie Glu Gly Tyr Leu Ser Arg Asn Ser Ser Arg Val Cys Asn 

15 10 15 

Tyr His Gly Cys Ser Ser Ala lie Gly lie Leu Giu Ala Giy Gin lie 

20 25 30 

Tyr Gly Asn Ser Asn Gin Leu Ser Leu Ser Met Asp Ser Pro Val Glu 

35 40 45 

Trp Arg Arg Arg Arg lie 
50 

<210> 9 
<211> 23 
<2 12 > DNA 

<213> Magnaporthe grisea 

< 4 0 0 > 9 
ctagacagtc tacctctctg cca 

< 2 1 0 > 1 0 
<:211> 21 
<212> DNA 

<213> Magnaporthe grisea 

<400> 10 
ctagacagta cctctctgcc a 



:210> 11 





<211> 27 
< 2 1 2 > DNA 

<213> Magnaporthe grisea 



<400> 12 
ccagcagcca aagctttgga aagattg 



27 



<210> 13 
<211> 30 
<212> DNA 

< 2 1 3 > Magnaporthe grisea 
<400> 13 

caacgtacta gaaatggagt aataagtacc 30 



<210> 14 
<211> 30 
< 2 1 2 > DNA 

<2 1 3 > Magnaporthe grisea 
<400> 14 



ggtacttatt agtccatttc tagtacgttg 



30 



